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Supplementary Table S3. 

Purity information of six hit compounds. 

ID  Purity Barcode  Method  

Z166626994  100  T5503824 LCMS  

Z2094146478 99  T8611740 LCMS, PMR 

Z391132396  100  T6381040 LCMS  

Z819866548  96  T7752102 LCMS  

Z1159100304 100  T7086441 LCMS  

Z324552662  100  T6072943 LCMS  

 


